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<210> 1 
<211> 229 
<212> PRT 

<213> Anthopleura inornata 
<400> 1 

Met Ala Thr Leu Val Lys Glu Thr Met Arg lie Lys Met Ser Met Glu 
15 10 15 



Gly Thr Val Asn Gly His His Phe Lys Cys Glu Gly Gin Gly Glu Gly 
20 25 ~ 30 
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Lys Pro Phe Glu Gly Tyr Gin Val Glu Lys lie Arg Val Thr Glu Gly 
35 40 45 



Gly Pro Leu Pro Phe Ala Tyr Asp Thr Leu Thr Pro Cys Trp Met Tyr 
50 55 60 



Gly Ser Lys Thr Phe lie Lys His Thr Ser Gly lie Pro Asp Tyr Phe 
65 70 75 ~ " 80 



Lys Glu Ser Leu Pro Glu Gly Phe Thr Trp Glu Arg Thr Gin lie Tyr 

85 90 " 95 



Glu Asp Gly Gly Cys Leu Thr lie His Gin Asp Thr Ser Met Gin Gly 
100 105 110 



Asp Cys Phe He Phe Lys He Lys Val He Gly Thr Asn Phe Pro Ala 
115 120 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Ala Gly Trp Glu Pro Cys Val 
130 135 " 140 



Glu Met Leu Tyr Pro Arg Ala Gly Val Leu Cys Gly Gin Ser Leu Met 
145 150 155 " 160 



Ala Leu Lys Cys Lys Asp Gly Asn His Leu Thr Cys His Leu Arg Thr 

165 170 * 175 



Thr Tyr Arg Ser Arg Lys Ala Gly Gin Lys Met Pro Glu Phe His Phe 
180 185 190 



Gly Asp His Arg He Glu He Leu Lys Glu Glu Glu Gin Gly Met Arg 
195 200 205 



He Glu Gin Tyr Glu Ala Ala Val Ala Arg Tyr Cys Glu Ala Pro Ser 
210 215 220 
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Arg Leu Gly His His 
225 



<210> 2 

<211> 690 

<212> DNA 

<213> Anthopleura inornata 

<400> 2 

atggctacct tggttaaaga aactatgcgc atcaagatga gtatggaagg gacggttaat 
60 



ggacaccact tcaagtgtga aggacaagga gagggcaagc cttttgaagg ttaccaggtc 
120 



gaaaagatta gagttactga aggaggtccg ctaccctttg cgtacgatac tttgacacct 
180 



tgctggatgt atggaagtaa aaccttcatc aagcatacat caggaattcc cgattacttc 
24 0 



aaggagtctc ttcctgaagg ctttacttgg gaaagaacgc aaatctacga ggatggaggc 
300 



tgtcttacta ttcaccagga cacaagcatg cagggagatt gttttatttt caagataaaa 
360 



gtcattggta ccaactttcc tgccaatggt cccgtgatgc agaagaaaac agcaggatgg 
420 



gagccatgcg ttgagatgct ttatcctcgt gccggtgtct tgtgtggaca gtcgttgatg 
480 



gccctgaaat gcaaggatgg caaccacctg acgtgccatc tgcgaactac ctacaggtcc 
540 



agaaaggcag gacaaaaaat gccagagttc catttcgggg atcatcgtat tgagatcctg 
600 



aaggaagaag aacaaggcat gcgtattgaa caatacgagg cagcggtggc gaggtactgc 
660 

gaagctccat ccaggcttgg acatcactaa 
690 



<210> 3 
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<211> 229 
<212> PRT 

<213> Anthopleura inornata 
<400> 3 

Met Ala Thr Leu Val Lys Glu Thr Met Arg lie Lys Met Ser Met Glu 
1 5 10 15 



Gly Thr Val Asn Gly His His Phe Lys Cys Glu Gly Gin Gly Glu Gly 
20 25 " 30 



Lys Pro Phe Glu Gly Tyr Gin Val Glu Lys lie Arg Val Thr Glu Gly 
35 40 45 



Gly Pro Leu Pro Phe Ala Tyr Asp lie Leu Ala Pro Cys Cys Ser Tyr 
50 55 60 



Gly Ser Lys Thr Phe lie Lys His Val Ser Gly lie Pro Asp Tyr Phe 
65 70 75 " 80 



Lys Glu Ser Phe Pro Glu Gly Phe Thr Trp Glu Arg Thr Gin lie Tyr 

85 90 95 



Glu Asp Gly Gly Ser Leu Ser lie His Gin Asp Thr Ser Leu Gin Gly 
100 105 ~ 110 



Asp Cys Phe lie Tyr Lys lie Lys Val lie Gly Thr Asn Phe Pro Ala 
115 120 ' 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Ala Gly Trp Glu Pro Cys Val 
130 135 140 



Glu Met Leu Tyr Pro Arg Ala Gly Val Leu Cys Gly Gin Ser Leu Met 
145 150 155 160 



Ala Leu Lys Cys Lys Asp Gly Asn His Leu Thr Cys His Leu Arg Thr 

165 170 " 175 
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Thr Tyr Arg Ser Arg Lys Ala Gly Gin Lys Met Pro Glu Phe His Phe 
180 185 190 



Gly Asp His Arg lie Glu lie Leu Lys Glu Glu Glu Gin Gly Met Arg 
195 200 205 



He Glu Gin Tyr Glu Ala Ala Val Ala Arg Tyr Cys Glu Ala Pro Ser 
210 215 220 



Arg Leu Gly His His 

22 5 



<210> 4 
<211> 690 
<212> DNA 

<213> Anthopleura inornata 
<400> 4 

atggctacct tggttaaaga aactatgcgc atcaagatga gtatggaagg gacggttaat 
60 

ggacaccact tcaagtgtga aggacaagga gagggcaagc cttttgaagg ttaccaggtc 
120 



gaaaagatta gagttactga aggaggtccg ctaccctttg cgtacgatat tttggcacct 
180 



tgctgctcgt atggaagtaa aaccttcatc aagcatgtct cgggaatccc cgattacttc 
240 



aaggagtcct tccctgaagg ctttacttgg gaaagaacgc aaatctacga ggatggaggc 
300 



tctctttcta ttcaccagga cacaagcctg cagggagatt gttttattta caagatcaaa 
360 



gtcattggca ccaactttcc tgccaatggt cccgtgatgc agaagaaaac agcaggatgg 
420 ' 



gagccatgcg ttgagatgct ttatcctcgt gccggtgtct tgtgtggaca gtcgttgatg 
480 
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gccctgaaat gcaaggatgg caaccacctg acgtgccatc tgcgaactac ctacaggtcc 
540 

agaaaggcag gacaaaaaat gccagagttc catttcgggg atcatcgtat tgagatcctg 
600 

aaggaagaag aacaaggcat gcgtattgaa caatacgagg cagcggtggc gaggtactgc 
660 " " . " " " * 

gaagctccat ccaggcttgg acatcactaa 
690 



<210> 5 

<211> 225 

<212> PRT 

<213> Trachyphyllia geoffroyi 

<400> 5 

Met Ser Leu lie Lys Pro Glu Met Lys lie Lys Leu Leu Met Glu Gly 
1 5 10 15 



Asn Val Asn Gly His Gin Phe Val lie Glu Gly Asp Gly Lys Gly His 
20 25 30 



Pro Phe Glu Gly Lys Gin Ser Met Asp Leu Val Val Lys Glu Gly Ala 
35 40 45 



Pro Leu Pro Phe Ala Tyr Asp lie Leu Thr Thr Ala Phe His Tyr Gly 
50 55 60 



Asn Arg Val Phe Ala Lys Tyr Pro Asp His lie Pro Asp Tyr Phe Lys 
65 " 70 75 80 



Gin Ser Phe Pro Lys Gly Phe Ser Trp Glu Arg Ser Leu Met Phe Glu 

85 ' 90 95 



Asp Gly Gly Val Cys lie Ala Thr Asn Asp lie Thr Leu Lys Gly Asp 
100 105 110 
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Thr Phe Phe Asn Lys Val Arg Phe Asp Gly Val Asn Phe Pro Pro Asn 
115 120 125 



Gly Pro Val Met Gin Lys Lys Thr Leu Lys Trp Glu Ala Ser Thr Glu 
130 135 ~ 140 



Lys Met Tyr Leu Arg Asp Gly Val Leu Thr Gly Asp lie Thr Met Ala 
145 150 155 ' 160 



Leu Leu Leu Lys Gly Asp Val His Tyr Arg Cys Asp Phe Arg Thr Thr 

165 170 ~ 175 



Tyr Lys Ser Arg Gin Glu Gly Val Lys Leu Pro Gly Tyr His Phe Val 
180 185 " " 190 



Asp His Cys lie Ser lie Leu Arg His Asp Lys Asp Tyr Asn Glu Val 
195 200 ' ~ " 205 



Lys Leu Tyr Glu His Ala Val Ala His Ser Gly Leu Pro Asp Asn Val 
210 215 ' 220 



Lys 
225 



<210> 6 
<211> 678 
<212> DNA 

<213> Trachyphyllia geoffroyi 
<400> 6 

atgagtctga ttaaaccaga aatgaagatc aagctgctta tggaaggcaa tgtaaacggg 
60 

caccagtttg ttattgaggg agatggaaaa ggccatcctt ttgagggaaa acagagtatg 
120 

gaccttgtag tcaaagaagg cgcacctctc ccttttgcct acgatatctt gacaacagca 
180 

ttccattatg gtaacagggt ttttgctaaa tacccagacc atataccaga ctacttcaag 
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240 

cagtcgtttc ccaaagggtt ttcttgggag cgaagcctga tgttcgagga cgggggcgtt 
300 

tgcatcgcta caaatgacat aacactgaaa ggagacactt tttttaacaa agttcgattt 
360 

gatggcgtaa actttccccc aaatggtcct gttatgcaga agaagactct gaaatgggag 
420 

gcatccactg agaaaatgta tttgcgtgat ggagtgttga cgggcgatat taccatggct 
480 

ctgctgctta aaggagatgt ccattaccga tgtgacttca gaactactta caaatctagg 
540 

caggagggtg tcaagttgcc aggatatcac tttgtcgatc actgcatcag catattgagg 
600 

catgacaaag actacaacga ggttaagctg tatgagcatg ctgttgccca ttctggattg 
660 

ccggacaacg tcaagtaa 
678 



<210> 7 
<211> 225 
<212> PRT 

<213> Trachyphyllia geoffroyi 
<400> 7 

Met Ser Leu lie Lys Pro Glu Met Lys lie Lys Leu Leu Met Glu Gly 
15 10 15 



Asn Val Asn Gly His Gin Phe Val lie Glu Gly Asp Gly Lys Gly His 
20 25 30 



Pro Phe Glu Gly Lys Gin Ser Met Asp Leu Val Val Lys Glu Gly Ala 
35 40 45 



Pro Leu Pro Phe Ala Tyr Asp lie Leu Thr Thr Ala Phe His Tyr Gly 
50 55 60 
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Asn Arg Val Phe Ala Lys Tyr Pro Asp His lie Pro Asp Tyr Phe Lys 
65 70 75 80 



Gin Ser Phe Pro Lys Gly Phe Ser Trp Glu Arg Ser Leu Met Phe Glu 

85 90 95 



Asp Gly Gly Val Cys lie Ala Thr Asn Asp lie Thr Leu Lys Gly Asp 
100 105 110 



Thr Phe Phe Asn Lys Val Arg Phe Asp Gly Val Asn Phe Pro Pro Asn 
115 120 ' ' 125 



Gly Pro Val Met Gin Lys Lys Thr Leu Lys Trp Glu Ala Ser Thr Glu 
130 135 140 



Lys Met Tyr Leu Arg Asp Gly Val Leu Thr Gly Asp lie Arg Met Glu 
145 150 155 ~ " 160 



Leu Leu Leu Lys Gly Asp Val His Tyr Arg Cys Asp Phe Arg Thr Thr 

165 170 " 175 



Tyr Lys Ser Arg Gin Glu Gly Val Lys Leu Pro Gly Tyr His Phe Val 
180 185 " 190 



Asp His Cys lie Ser lie Leu Arg His Asp Lys Asp Tyr Asn Glu Val 
195 200 " 205 



Lys Leu Tyr Glu His Ala Val Ala His Ser Gly Leu Pro Asp Asn Val 
210 215 220 



Lys 
225 



<210> 8 
<211> 678 
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<212> DNA 

<213> Trachyphyllia geoffroyi 
<400> 8 

atgagtctga ttaaaccaga aatgaagatc aagctgctta tggaaggcaa tgtaaacggg 
60 

caccagtttg ttattgaggg agatggaaaa ggccatcctt ttgagggaaa acagagtatg 
120 

gaccttgtag tcaaagaagg cgcacctctc ccttttgcct acgatatctt gacaacagca 
180 

ttccattatg gtaacagggt ttttgctaaa tacccagacc atataccaga ctacttcaag 
240 

cagtcgtttc ccaaagggtt ttcttgggag cgaagcctga tgttcgagga cgggggcgtt 
300 

tgcatcgcta caaatgacat aacactgaaa ggagacactt tttttaacaa agttcgattt 
360 

gatggcgtaa actttccccc aaatggtcct gttatgcaga agaagactct gaaatgggag 
420 

gcatccactg agaaaatgta tttgcgtgat ggagtgttga cgggcgatat taggatggag 
4 80 

ctgctgctta aaggagatgt ccattaccga tgtgacttca gaactactta caaatctagg 
540 

caggagggtg tcaagttgcc aggatatcac tttgtcgatc actgcatcag catattgagg 
600 

catgacaaag actacaacga ggttaagctg tatgagcatg ctgttgccca ttctggattg 
660 

ccggacaacg tcaagtaa 
678 



<210> 9 

<211> 229 

<212> PRT 

<213> Scolymia vitiensis 

<400> 9 
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Met Val Ser Val lie Lys Asp Glu Met Lys Val Asn Leu Arg Met Glu 
15 10 15 



Gly Ser Val Asn Gly His Asp Phe Val He Asp Gly Leu Gly Ser Gly 
20 25 30 



Lys Pro Lys Glu Gly Thr Gin Thr He Glu Leu Lys Val Val Lys Gly 
35 40 45 



Gly Pro Leu Pro Phe Ala Tyr Asp He Leu Thr Thr Ala Phe His Tyr 
50 55 60 



Gly Asn Arg Val Phe Ala Lys Tyr Pro Lys Asp He Pro Asn Tyr Phe 
65 70 75 ' 80 



Glu Gin Ser Phe Pro Glu Gly Tyr Ser Trp Glu Arg Ser Met He Phe 

85 90 95 



Glu Asp Gly Gly He Cys He Ala Arg Asn Asp He Thr Met Asp Gly 
100 105 110 



Gly Thr Phe Tyr Asn Lys Val Arg Phe Tyr Gly Val Asn Phe Pro Pro 
115 120 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Gin Lys Trp Glu Gin Ser Thr 
130 135 ' 140 



Glu Lys Met Tyr Ala Arg Asp Gly Val Leu Thr Gly Asp He Asn Met 
145 150 155 160 



Ala Leu Leu Leu Lys Gly Gly Gly His Tyr Arg Cys Asp Phe Arg Thr 

165 170 175 



Thr Phe Lys Ala Lys Glu Lys Gly Val Lys Leu Pro Gly Tyr His Phe 
180 185 ~ 190 
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lie Asp His Cys He Glu He Leu Ser His Arg Asn Asp Tyr Asn Asn 
195 200 ' 205 



Val Thr Leu Phe Glu His Ala Val Ala Arg Ser Gly Leu Gin Asp Lys 
210 215 220 



Glu Lys Gin Gin Gin 



225 




<210> 


10 


<211> 


690 


<212> 


DNA 


<213> 


Scolymia vitiensis 


<400> 


10 


atggtgagtg tgattaagga cgaaatgaaa 


60 





ggacacgact tcgtgattga cggacttggt tcaggcaagc ctaaagaggg aacacagact 
120 

attgagctta aagtcgtaaa gggtggacct ttacctttcg cctacgatat cctgacaaca 
180 

gcattccatt acggcaaccg ggtattcgcc aaatacccaa aggatatacc aaactatttc 
240 

gagcagtcgt ttcctgaggg gtattcgtgg gaacggagca tgattttcga agacgggggc 
300 

atttgcatcg ctagaaacga cataacaatg gatggtggca ctttctataa taaagttcga 
360 

ttttatggtg taaatttccc ccccaatggt ccagttatgc agaagaagac gcagaaatgg 
420 

gagcaatcca ctgagaaaat gtatgcgcgt gatggagtgt tgacgggtga tattaacatg 
480 

gctctgttgc ttaaaggggg tggccattac cgatgtgact tcagaactac tttcaaagct 
540 

aaggagaagg gtgtcaagtt gccaggctac cactttatag atcactgcat agagatttta 
600 
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agccatcgca acgattacaa caacgttacg ctttttgagc atgctgttgc tcgttctgga 
660 

ttgcaggaca aagagaaaca acaacaatga 
690 



<210> 11 
<211> 229 
<212> PRT 

<213> Scolymia vitiensis 
<400> 11 

Met Val Ser Val lie Lys Asp Glu Met Lys Val Asn Leu Arg Met Glu 
15 10 15 



Gly Ser Val Asn Gly His Asp Phe Val lie Asp Gly Leu Gly Ser Gly 
20 ~ 25 30 



Lys Pro Lys Glu Gly Thr Gin Thr lie Glu Leu Lys Val Val Lys Gly 
35 " 40 45 



Gly Pro Leu Pro Phe Ala Tyr Asp lie Leu Thr Thr Ala Phe His Tyr 
50 55 60 



Gly Asn Arg Val Phe Ala Lys Tyr Pro Lys Asp lie Pro Asn Tyr Phe 
65 " 70 75 80 



Glu Gin Ser Phe Pro Lys Gly Tyr Ser Trp Glu Arg Ser Met lie Phe 

85 90 95 



Glu Asp Gly Gly lie Cys lie Ala Arg Asn Asp lie Thr Met Glu Gly 
100 105 110 



Gly Thr Phe Tyr Asn Lys Val Arg Phe Tyr Gly Val Asn Phe Pro Pro 
115 " 120 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Gin Lys Trp Glu Pro Ser Thr 
130 135 140 
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Glu Lys Met Tyr Ala Arg Asp Gly Val Leu Thr Gly Asp He Asn Met 
145 150 155 ' 160 



Ala Leu Leu Leu Lys Gly Gly Gly His Tyr Arg Cys Asp Phe Arg Thr 

165 170 " ' " 175 



Thr Phe Lys Ala Lys Glu Lys Gly Val Lys Leu Pro Gly Tyr His Phe 
180 185 190 



He Asp His Cys He Glu He Leu Ser His His Asn Asp Tyr Asn Asn 
195 200 205 



Val Thr Leu Phe Glu His Ala Val Ala Arg Ser Gly Leu Gin Asp Lys 
210 215 " 220 



Glu Lys Gin Gin Gin 
225 



<210> 12 
<211> 690 
<212> DNA 

<213> Scolymia vitiensis 
<400> 12 

atggtgagtg tgattaagga cgaaatgaaa gtcaacctgc gtatggaagg cagtgtaaac 
60 

ggacacgact tcgtgattga cggacttggt tcaggcaagc ctaaagaggg aacacagact 
120 

attgagctta aagtcgtaaa gggtggacct ttacctttcg cctacgatat cctgacaaca 
180 

gcattccatt acggcaaccg ggtattcgcc aaatacccaa aggatatacc aaactatttc 
240 

gagcagtcgt ttcctaaggg gtattcgtgg gaacggagca tgattttcga agacgggggc 
300 " 

atttgcatcg ccagaaacga cataacaatg gaaggtggca ctttctataa taaagttcga 
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360 

ttttatggtg taaacttccc ccccaatggt ccagttatgc agaagaagac gcagaagtgg 
420 

gagccatcca ctgagaaaat gtatgcgcgt gatggagtgt tgacgggtga tattaacatg 
480 

gctctgttgc ttaaaggggg tggccattac cgatgtgact tcagaactac tttcaaagct 
540 

aaggagaagg gtgtcaagtt gccaggctac cactttatag atcactgcat agagatttta 
600 

agccatcaca acgattacaa caacgttacg ctttttgagc atgctgttgc tcgttctgga 
660 " 

ttgcaggaca aagagaaaca acaacaatga 
690 



<210> 13 
<211> 229 
<212> PRT 

<213> Scolymia vitiensis 
<400> 13 

Met Val Ser Val lie Lys Asp Glu Met Lys Val Asn Leu Arg Met Glu 
15 10 15 



Gly Ser Val Asn Gly His Asp Phe Val lie Asp Gly Leu Gly Ser Gly 
20 25 30 



Lys Pro Lys Glu Gly Thr Gin Thr lie Glu Leu Lys Val Val Lys Gly 
35 40 45 



Gly Pro Leu Pro Phe Ala Tyr Asp lie Leu Thr Thr Ala Phe His Tyr 
50 55 60 



Gly Asn Arg Val Phe Ala Lys Tyr Pro Lys Asp lie Pro Asn Tyr Phe 
65 70 75 80 
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Glu Gin Ser Phe Pro Glu Gly Tyr Ser Trp Glu Arg Ser Met lie Phe 

85 90 95 



Glu Asp Gly Gly lie Cys lie Ala Arg Asn Asp lie Thr Met Asp Gly 
100 105 110 



Gly Thr Phe Tyr Asn Lys Val Arg Phe Tyr Gly Val Asn Phe Pro Pro 
115 120 ' 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Gin Lys Trp Glu Gin Ser Thr 
130 135 140 



Glu Lys Met Tyr Ala Arg Asp Gly Val Leu Thr Gly Asp lie Asn Met 
145 150 155 160 



Ala Leu Leu Leu Lys Gly Gly Gly His Tyr Arg Cys Asp Phe Arg Thr 

165 170 ' ~ 175 



Thr Phe Lys Ala Lys Glu Lys Gly Val Lys Leu Pro Gly Tyr His Phe 
180 185 ~ 190 



lie Asp His Cys Met Glu lie Leu Ser His Arg Asn Asp Tyr Asn Asn 
195 " 200 205 



Val Thr Leu Phe Glu His Ala Val Ala Arg Ser Gly Leu Gin Asp Lys 
210 215 220 



Glu Lys Gin Gin Gin 
225 



<210> 14 

<211> 690 

<212> DNA 

<213> Scolymia vitiensis 

<400> 14 

atggtgagtg tgattaagga cgaaatgaaa gtcaacctgc gtatggaagg cagtgtaaac 
60 " 
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ggacacgact tcgtgattga cggacttggt tcaggcaagc ctaaagaggg aacacagact 
120 



attgagctta aagtcgtaaa gggtggacct ttacctttcg cctacgatat cctgacaaca 
180 



gcattccatt acggcaaccg ggtattcgcc aaatacccaa aggatatacc aaactatttc 
240 



gagcagtcgt ttcctgaggg gtattcgtgg gaacggagca tgattttcga agacgggggc 
300 



atttgcatcg ctagaaacga cataacaatg gatggtggca ctttctataa taaagttcga 
360 



ttttatggtg taaatttccc ccccaatggt ccagttatgc agaagaagac gcagaaatgg 
420 



gagcaatcca ctgagaaaat gtatgcgcgt gatggagtgt tgacgggtga tattaacatg 
480 



gctctgttgc ttaaaggggg tggccattac cgatgtgact tcagaactac tttcaaagct 
540 



aaggagaagg gtgtcaagtt gccaggctac cactttatag atcactgcat ggagatttta 
600 



agccatcgca acgattacaa caacgttacg ctttttgagc atgctgttgc tcgttctgga 
660 

ttgcaggaca aagagaaaca acaacaatga 
690 



<210> 15 

<211> 223 

<212> PRT 

<213> Scolymia vitiensis 

<400> 15 



Met Val Ser Val lie Lys Asp Glu Met Lys Val Arg Leu Arg Met Glu 
1 5 10 15 



Gly Ser Val Asn Gly His Asp Phe Val lie Asp Gly Thr Gly Ser Gly 
20 25 " 30 
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Lys Pro Lys Glu Gly Thr Gin Thr lie Glu Leu Lys Val Val Lys Gly 
35 40 " 45 



Gly Pro Leu Pro Phe Ala Tyr Asp lie Leu Thr Thr Ala Phe His Tyr 
50 55 60 



Gly Asn Arg Val Phe Ala Lys Tyr Pro Lys Asp lie Pro Asn Tyr Phe 
65 70 75 ' 80 



Glu Gin Ser Phe Pro Glu Gly Tyr Ser Trp Glu Arg Ser Met lie Phe 

85 90 95 



Glu Asp Gly Gly lie Cys lie Ala Arg Asn Asp lie Thr Met Asp Gly 
100 105 * 110 



Gly Thr Phe Tyr Asn Lys Val Arg Phe Glu Gly Val Asn Phe Pro Pro 
115 120 125 



Asn Gly Pro Val Met Gin Lys Asn Thr Leu Lys Trp Glu Pro Ser Thr 
130 135 " 140 



Glu Lys Met Tyr Ala Arg Asp Gly Val Leu Thr Gly Asp lie Asp Met 
145 150 155 " 160 



Ser Leu Leu Leu Lys Gly Gly Gly His Tyr Arg Cys Asp Phe Arg Thr 

165 170 175 



Thr Phe Lys Ala Lys Glu Lys Gly Val Lys Leu Pro Gly Thr His Tyr 
180 185 " " 190 



lie Asp His Ser lie Glu lie Leu Ser His Arg Asn Asp Tyr Asn Asn 
195 200 205 



Val Thr Leu Phe Glu His Ala Val Ala Arg Ser Gly Leu Gin Asp 
210 215 220 
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<210> 16 
<211> 672 
<212> DNA 

<213> Scolymia vitiensis 
<400> 16 

atggtgagtg tgattaagga cgaaatgaaa gtccgcctgc gtatggaagg cagtgtaaac 
60 

ggacacgact tcgtgattga cggaactggt tcaggcaagc ctaaagaggg aacacagact 
120 



attgagctta aagtcgtaaa gggtggacct ttacctttcg cctacgatat cctgacaaca 
180 

gcattccatt acggcaaccg ggtattcgcc aaatacccaa aggatatacc aaactatttc 
240 

gagcagtcgt ttcctgaggg gtattcgtgg gaacggagca tgattttcga agacgggggc 
300 

atttgcatcg ctagaaacga cataacaatg gatggtggca ctttctataa taaagttcga 
360 

tttgaaggtg taaatttccc ccccaatggt ccagttatgc agaagaatac gctgaaatgg 
420 

gagccatcca ctgagaaaat gtatgcgcgt gatggagtgt tgacgggtga tattgacatg 
"480 

tccctgttgc ttaaaggggg tggccattac cgatgtgact tcagaactac tttcaaagct 
540 

aaggagaagg gtgtcaagtt gccaggcacc cactacatag atcacagcat agagatttta 
600 

agccatcgca acgattacaa caacgttacg ctttttgagc atgctgttgc tcgttctgga 
660 

ttgcaggact aa 
672 



<210> 17 
<211> 223 
<212> PRT 
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<213> Scolymia vitiensis 
<400> 17 

Met Val Ser Val lie Lys Asp Glu Met Lys Val Arg Leu Arg Met Glu 
1 5 10 15 



Gly Ser Val Asn Gly His Asp Phe Val lie Asp Gly Thr Gly Ser Gly 
20 25 " 30 



Lys Pro Lys Glu Gly Thr Gin Thr lie Glu Leu Lys Val Val Lys Gly 
35 40 45 



Gly Pro Leu Pro Phe Ala Tyr Asp lie Leu Thr Thr Ala Phe His Tyr 
50 55 60 



Gly Asn Arg Val Phe Ala Lys Tyr Pro Lys Asp lie Pro Asn Tyr Phe 
65 70 75 80 



Glu Gin Ser Phe Pro Glu Gly Tyr Ser Trp Glu Arg Ser Met Thr Phe 

85 90 " 95 



Glu Asp Gly Gly Val Cys Thr Ala Arg Asn Asp lie Thr Met Asp Gly 
100 105 110 



Gly Thr Phe Tyr Asn Lys Val Arg Phe Glu Gly Thr Asn Phe Pro Pro 
115 120 ' 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Leu Lys Trp Glu Pro Ser Thr 
130 135 * 140 



Glu Lys Met Tyr Ala Arg Asp Gly Val Leu Thr Gly Asp lie Asp Met 
145 150 155 ' ~ 160 



Ser Leu Leu Leu Lys Gly Gly Gly His Tyr Arg Cys Asp Met Arg Thr 

165 170 175 
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Thr Phe Lys Ala Lys Glu Lys Gly Val Lys Leu Pro Gly Thr His Tyr 
180 185 190 



lie Asp His Ser lie Glu lie Leu Ser His Arg Asn Asp Tyr Asn Asn 
195 200 ~ 205 



Val Thr Leu Tyr Glu His Ala Val Ala Arg Ser Gly Leu Gin Asp 
210 215 220 



<210> 18 
<211> 672 
<212> DNA 

<213> Scolymia vitiensis 
<400> 18 

atggtgagtg tgattaagga cgaaatgaaa gtccgcctgc gtatggaagg cagtgtaaac 
60 

ggacacgact tcgtgattga cggaactggt tcaggcaagc ctaaagaggg aacacagact 
120 

attgagctta aagtcgtaaa gggtggacct ttacctttcg cctacgatat cctgacaaca 
180 

gcattccatt acggcaaccg ggtattcgcc aaatacccaa aggatatacc aaactatttc 
240 

gagcagtcgt ttcctgaggg gtattcgtgg gaacggagca tgactttcga agacgggggc 
300 " 

gtttgcaccg ctagaaacga cataacaatg gatggtggca ctttctataa taaagttcga 
360 

tttgaaggta caaatttccc ccccaatggt ccagttatgc agaagaagac gctgaaatgg 
420 

gagccatcca ctgagaaaat gtatgcgcgt gatggagtgt tgacgggtga tattgacatg 
480 

tccctgttgc ttaaaggggg tggccattac cgatgtgaca tgagaactac tttcaaagct 
540 

aaggagaagg gtgtcaagtt gccaggcacc cactacatag atcacagcat agagatttta 
600 
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agccatcgca acgattacaa caacgttacg ctttatgagc atgctgttgc tcgttctgga 
660 

ttgcaggact aa 
672 



<210> 19 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 



<220> 

<221> misc_feature 

<222> (6).. (6) 

<223> r is a or g 

<220> 

<221> misc_feature 

<222> (9) . . (9) 

<223> y is c or t 

<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> r is a or g 

<400> 19 

gaaggrtgyg tcaayggrca y 
21 



<210> 20 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 



<220> 

<221> misc_feature 
<222> (3) . . (3) 
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<223> v is a, c, or g 
<220> 

<221> misc_f eature 

<222> (6) . . (6) 

<223> d is a, g, or t 

<220> 

<221> misc_feature 

<222> (11).. (11) 

<223> y is c or t 

<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> d is a, g, or t 

<220> 

<221> misc_f eature 

<222> (14).. (14) 

<223> v is a, c, or g 

<220> 

<221> misc_feature 

<222> (21) . . (21) 

<223> r is a or g 

<400> 20 

acvggdccat ydgvaagaaa rtt 
23 



<210> 21 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 



<220> 

<221> misc_feature 

<222> (24).. (25) 

<223> n is inosine 

<220> 

<221> misc feature 
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<222> (29).. (30) 

<223> n is inosine 

<220> 

<221> misc_f eature 

<222> (34).. (35) 

<223> n is inosine 

<400> 21 

ggccacgcgt cgactagtac gggnngggnn gggnng 
36 



<210> 


22 


<211> 


25 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


primer 


<400> 


22 


aagagactcc ttgaagtaat cggga 


25 





<210> 


23 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


primer 


<400> 


23 


ggccacgcgt cgactagtac 


20 




<210> 


24 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


primer 


<400> 


24 
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aaaatatcgt acgcaaaggg 



20 




<210> 


25 


<211> 

^ 4- X X *r 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


primer 


<400> 


25 


aggaggtccg ctaccctttg 


20 





<210> 26 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 26 

cccggatccg accatggcta ccttggttaa aga 
33 



<210> 27 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 



<220> 

<221> misc_feature 

<222> (7) . . (7) 

<223> n is a, g, c, or t 

<220> 

<221> misc_feature 

<222> (9) . . (9) 

<223> n is a, g, c, or t 
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<??()> 






<221> 


misc 


feature 


<222> 


(10)' 


. • (10) 


\ z. z. o / 


W lo 


d UI L 


v. z, Z, VJ X* 






<221> 


misc 


feature 


<222> 


(11)' 


. • (ID 


V ^ 


J. _L o 


d. vj J. y 


<220> 






<221> 


misc 


f A-^f 

J_ fcJci LUIc 


<222> 


(12)' 


7. (12) 


<223> 


y is 


O OX U 


<400> 


27 




atcaagntnw 


ryatggaagg 


20 






<210> 


28 




<211> 


23 




<212> 


DNA 





<213> Artificial Sequence 
<220> 

<223> primer 



<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> v is a, c, or g 

<220> 

<221> misc_feature 

<222> (6).. (6) 

<223> d is a, g, or t 

<220> 

<221> misc_feature 

<222> (11) . . (11) 

<223> y is c or t 

<220> 

<221> misc_feature 

<222> (12) . . (12) 
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<223> d is a, g, or t 
<220> 

<221> misc_f eature 

<222> (14) . . (14) 

<223> v is a, c, or g 

<220> 

<221> misc_f eature 

<222> (21) . . (21) 

<223> r is a or g 

<400> 28 

acvggdccat ydgvaagaaa rtt 
23 



<210> 


29 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


primer 


<400> 


29 


agttcacacc atgatattca atatcata 


28 





<210> 


30 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


primer 


<400> 


30 


ggccacgcgt cgactagtac 


20 





<210> 31 

<211> 23 

<212> DNA 

<213> Artificial 



Sequence 
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<220> 




<223> 


primer 


<400> 


31 


tcttcgtaag tcatgcttcg ttc 


9 "3 




<210> 


32 


<211> 


21 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


primer 


<400> 


32 


ggtattcgcc aaatacccaa a 


21 





<210> 33 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 33 

cccggatccg accatggtga gtgtgattaa ggacgaaatg 
40 



<210> 34 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 34 

ccgctcgagt tgttgttgtt tctctttgtc ctg 
33 
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